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<400> 1 
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ctggctgtct actacctgtt catctgggat tcacgcatgc cgccgctgcc cgtgttcaag 
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cgaxxggcxa 


ggaxcggaxg 


gcxaxcaxxx 


agxxagccax 


ccaxcxccca 


1 

XoU 


yxydLd tcay 


xgdxcgyddx 


xggdxaadax 


xgxyaxaccc 


gagaaaaxag 


ccaxxcgccx 




LC LyddLXCd 


xcyyaayxya 


Lcgcggagca 


gxxcxacaag 


cacaxccxcg 


agcagxaccg 




K. d L L \_X t. ay X 




dgcagcgcca 


gxaacxgcxg 


cagcgccaax 


axcxccaacx 


SOU 


y xdy xay cxy 


gayycaddca 


axcgcxxcca 


ggaggxcxxx 


gccacggcca 


ccaxcaxxca 




yyxdxd Lccy 


LdLLLLLdLL 


XdCdXCXXdg 


ggagccgccc 


aagaagccgc 


xxxxaggacc 




aLa Ldy l_l.xy 


LddLLty^Ld 


dLd Lddy LLd 


xycLdxgyyx 


ggxgaxcagx 


xygaxycaya 


JHKJ 


ddLyyddCdy 


ygxxdcdxgc 


XXCXddXCCX 


ggaxaccxca 


ccgccggxcg 


aagxaaccgg 


Ann 


ddLyyy icac 


cxgdagcgga 


'3/-1"3/~'3/~-3"t"/~/" s | 

dgacacatcg 


cggxcacxac 


aaacaxcaxa 


gagcccgagc 


DOU 


xyy tyy LXdd 


ddydddL tyx 


Lcaxxgcxaa 


xxcyaxggcc 


agcxccacgc 


cgagcaccac 




agccggagga 


ydxyxgxxdd 


xggxxacxgc 


ggccacxxxg 


ccacaxggxx 


axaxggacgc 


7cn 

/ OU 


tCCdC LdddL 


ccggcggcag 


gaaccaxxgx 


ccaggcacca 


caacxgcagc 


taxacaccxc 


Q Af\ 


gaxgcccaxx 


ccacxgaxcc 


xgagxcccag 


cgacgaaaag 


cgxccxxcgc 


accacgccca 


yuu 


cggacaxgxc 


caxggcgaga 


ggcggaacgg 


ggcgcaaxcc 


ggcggccggc 


y« -\ y« y* y* y* ^ y^» 

gaaggaccac 


you 


gacggcaxcg 


gxxxcxggcx 


acgaggcgca 


gacctaccxc 


aaxccgxtxc 


tcaccggcga 


IVZK) 


gcxgaxcxxc 


gagaagxaag 


ggacxgcacc 


cagaxcagga 


aacgxcgcgg 


4-4-/ «4-4-/~«4-4-4- 

ttcattgttx 


lUoU 


-•- — i — i — i- -i— -t- -i — i — t- 

Itt. IXl L til 


xxxxxxxxxa 


axgcaxgxag 


agggaxaxac 


acxacagxca 


^-i y* ^ y* y« y« 

agatcggaax 


1 1 A A 

114U 


xggagax tag 


/•~ 4- / — 1 4- -\ /-» — v — k 

cxcaxagaaa 


xggxaacxgc 


ccaagaaaca 


aaaaaagaaa 


xgactaacaa 


t ">nn 


axgggcaa xa 


axacccxcaa 


xaccxxgxca 


xaccxaxxxg 


aaxggagaaa 


xaacxcagtx 


IZbU 


aagcxcagxa 


ctggcataag 


catggggaaa 


atatttcaat 


taatcagttc 


gagtagatat 


1 doh 


gxxxxccaaa 


xxgaxagcga 


xaxxagacax 


xxcaxaxxga 


aaxttacagg 


tacaaaxata 


1 30A 
±30U 


axcxcagxxa 


axgcgxagaa 


xgcgxxxgca 


axxgaacaaa 


txxaacgxxx 


tatagcaaga 


1 yl >1 n 


acxxaggaac 


aaaagxxgxa 


axcgcxtatx 


ctataataat 


gttaactaaa 


gccaaagcaa 


IbUU 


gtagatcggt 


tgtataactc 


atttctgcta 


tagataagtc 


ttgacttgta 


tcagtactga 


1560 


gcxaxaaaxx 


ggxccaxaxa 


xacgxagcca 


ggcctggcca 


caxatagagg 


<4— -4— #^ #** «^ ^ y* y* 

ttaataaacg 


1 on 


xxaxgxaxxg 


caaaaggaxa 


gxxgaaacca 


xagcxaaacg 


axagxcgaxg 


xaccaaccac 


IDOU 


dXXLXaCXCC 


aaxxcaaxcc 


aaxccaaxcc 


acxcaaaxca 


axxcaaaaca 


*-\ y *-| y y* "4- y y* -|— 

acacacxcgx 




dagygacaca 


cacxcacgca 


xaaxacggga 


cccacxxcag 


tagaaagxca 


y y* y* 4— -4— y — * 

cacgataxca 


1 onn 


gcgatcacgg 


atcacgaatt 


acggatcacg 


gaatacgtat 


cacggatcac 


acaggcggct 


I860 


cacctcacca 


agctcagcag 


caaactcacc 


ccacctagga 


cactgcttcc 


aggcagctag 


1920 


cgaacgctac 


accaactaca 


ataattagcc 


aaccctagag 


taatcagttt 


accagtaaac 


1980 


agtaaccagt 


aactagtaac 


caattaccaa 


ttaccagtaa 
Page 


cccatccaag 
2 


gagtataccc 


2040 
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cccttgcaaa 


cggggaagcg 


gataaatgtc 


actagaattc 


agcatcatca 


gattgaatca 


2100 


cacacaatcc 


tagtcgcctc 


acgcgaagag 


aactatgtca 


tgatcagata 


tcggtgtatg 


2160 


cattctatat 


tatgtacttc 


gaaatatgta 


atttattaag 


ttttcgctat 


acttttcatt 


2220 


caaattggca 


aaaaccaatt 


caaaggtttt 


caatattttc 


gaaaagcatt 


ttaggctttc 


2280 


tatgtaacgt 


atgtttttca 


aacaaaatat 


tagtttttga 


aactttatta 


tcggataaac 


2340 


aaatgtaagc 


caaattacaa 


cgtttatgat 


actccaaaga 


ttcgcactat 


aaagtggcct 


2400 


aaaaatagct 


gacgcattag 


ccataggcgc 


ttcgcttctc 


aagataaaac 


ctgggcgtgc 


2460 


tcaactcaag 


aacaaatatg 


tggttatata 


catatataca 


tatatggggc 


atataaccga 


2520 


tgtgtgacgt 


gacattggct 


cgttctattc 


acatacttaa 


acactaaatg 


caaacctatc 


2580 


aaaaaccaac 


tacactaagc 


gaaaagcggc 


agagatagtt 


aaggaaagtg 


gtcaagagag 


2640 


gacgagagag 


agagagagag 


aaagtgaaag 


tgaaagggag 


agatagtaaa 


actgcatctg 


2700 


catccaaaga 


cacgagaatt 


gaattcatca 


ataataacat 


acgtataaac 


gatatgcata 


2760 


cgatatagaa 


ttgaatctgt 


aactgatggg 


catataccgc 


atatatatct 


tatataccgc 


2820 


atatatctta 


tatatgtata 


ccaagaaaaa 


caaagtcatt 


tggcaataat 


aaagcatagc 


2880 


aaacaacaat 


aaaaaaaagg 


aattc 








2905 



<210> 2 

<211> 3112 

<212> DNA 

<213> Drosophila melanogaster 



<400> 2 
gaattgtgtt 


cagttcgttc 


gaagaggcgg 


ttacggttgc 


gattggccac 


ctttttccat 


60 


atcgcttggg 


tcattcagca 


cattctcgaa 


ataaataaga 


agcggcataa tgagcggacc 


120 


gtcggcactg 


atggccaatc 


tggccgatgt 


ggtcaaggag 


gccaaggatg 


aggagatccc 


180 


gatgcccaaa 


tcgaatgact 


tcttcgagtc 


caagaccttc 


cgcttgctca 


ccctgatgct 


240 


ctacatgggc 


ggcgttagcg 


gcatgggctt 


gactctggct 


gtctactacc 


tgttcatctg 


300 


ggattcacgc 


atgccgccgc 


tgcccgtgtt 


caagcacacg 


catccgattg 


gctaggatcg 


360 


gatggctatc 


atttagttag 


ccatccatct 


cccagcgaca 


tcagtgaccg 


gaattggata 


420 


aaattgtgat 


acccgagaaa 


atagccattc 


gcctcctgaa 


ctcatcggaa 


gtgaccgcgg 


480 


agcagttcta 


caagcacatc 


ctcgagcagt 


accgcatcct 


cagccacatg 


caacagcagc 


540 


gccagcaact 


gctgcagcgc 


caacatctcc 


aactgcagca 
Page 


gctggaggca 
3 


aacaatcgct 


600 
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xccaggaggx 


cxxxgccacg 


y ccaccaxca 


tt caggcaca 


xccgcaxccc 


caxccacaxc 


uOU 


<-L.dyyydycc 


y CCCddyddy 


ccyct ttxdy 


ydcxdxdtdy 


f~ r r r\ c ~± *a f~ r~ r 
CCtgLdaCCC 


ggcaacaxaa 


/ C\J 


y LL.aL.yCUd L 


999tggxgax 


cagxxggaxg 


Ldgdddcyyd 


acagyy tcac 


axgccxcxaa 


/ o\j 


LL,L. Lyyd LdL- 


/- /- r f n r~ f~ n 
CXCdCCyCCy 


ytCyddy Lda 


ccggaatggg 


tcacctgadg 


eggaagacac 




aLLytyy Ltd 


C LdL.dddL.dL 


L-dLdydyL-L-L. 


nanrrn/itnn 

gagccggtgg 


LLddddyddd 


ctgtL.cattg 




Ltaa L LLyaL 


yyL-L.dyL, LCC 


a L. y L. L. y dy L. d 


cLdCdyxtyy 


aygayaxy eg 


teaatggeca 


you 


rtnrnnrrar 

L.LyL,yyL.L.di_ 


LLLyLLdLaL 


yy l td Ld Lgy 


dcyctccdct 


aaatccggcg 


gcaggaacca 


1 C\lf\ 


LLyLCv-ctyyL. 


dLLdLddL Ly 


L.dy L td LdCd 


cctxgatgcc 


catxccacxg 


ateexgagtc 


1 ncn 

lUoU 


cLaycydcyd 


dddy cy XCCX 


tcy Ldccdcg 


cccdcggaca 


xgxccaxggc 


gagaggegga 


1 1 A(\ 


acggggcgca 


dtccyy cyyc 


cygegadggd 


ccacgacggc 


ateggtttet 


ggctacgagg 


1 ^nn 
l^UU 


CgLdgdCC la 


CCXCdaXCCg 


■4- /™ ~\ f r~ f^t 

t x tctcaccg 


gegagexgat 


cttcgagaag 


taagggactg 


1 Ten 


CdCLCdydtL 


dyyddacy ll 


yeggt teat l 


gtttttxttt 


-*--»--f--i--*--»--»--f--»--»- 
tttttttttx 


xxxaaxgcax 




gtagagggat 


a tacac taca 


g tcaaga teg 


gaatxggaga 


ttagctcata 


gaaatggtaa 


1 3 on 
UoU 


ctycccaaga 


aacaaaaaaa 


gaaa tgacra 


acaaaxgggc 


aataataccc 


tcaatacctt 


144U 


y Ll_d taLC td 


ttxgaaxgga 


gaaa taac lc 


agxxaagcxc 


agxacxggca 


+* *^ "\ *~* y"" 4— y*l « y»» 

taagcaxggg 




gaaaatattt 


caaxxaaxca 


g l tcgag rag 


axaxgxtxtc 


caaattgata 


gcgatattag 


IbbU 


dCdLLLCala 


L LgaddX. T_ Ld 


cagg tacaaa 


xaxaaxcxca 


gttaatgcgt 


agaatgegtt 


1 con 


tyCdd L tydd 


LdadLltadC 


g l XT. taiiagc 


aagaacxxag 


gaacaaaagx 


tgtaatcget 


icon 


ta x xcxa xaa 


taa xg ttaac 


taaagccaaa 


gcaagtagat 


cggttgtata 


ac tcatttct 


1740 


gcxaxagaxa 


agxcxxgacx 


xgxaxcagxa 


ctgagctata 


aattggtcca 


tatataegta 


loUU 


gccaggccxg 


gecaca Lata 


gaggxxaaxa 


aacgxxaxgt 


actgeaaaag 


gatagttgaa 


1 q en 


acca rage xa 


aacgaxagxc 


gaxgxaccaa 


ccacactcca 


ctccaatcca 


atccaatcca 


1 mA 


axccacxcaa 


axcaaxxcaa 


aacaacacac 


tegtaaggga 


cacacactca 


egcataatae 


lyoU 


gggacccact 


xcagxagaaa 


gxcacacgax 


axeagegaxe 


aeggatcacg 


aattaeggat 


-yr\A A 


caeggaaxae 


gxaxcacgga 


xcacacaggc 


ggcxcaccxc 


accaagctca 


gcagcaaact 


*>1 A A 


LdCCCCdCCX 


aggacac xgc 


xxccaggcag 


exagegaacg 


cxacaccaac 


tacaataatt 


*5 1 CA 


dycL.aac.ccx 


agagxaaxca 


gxxxaccagx 


aaacagxaac 


y"* •** « 4~ ^ y^* 4— y^t 

cagxaacxag 


taaccaatta 


*) "J **> A 


ccaaxxacca 


gxaacccaxc 


caaggagxax 


accccccxxg 


caaaegggga 


ageggataaa 


-) T OA 


tgtcactaga 


attcagcatc 


atcagattga 


atcacacaca 


atcctagtcg 


cctcacgcga 


2340 


agagaactat 


gtcatgatca 


gatateggtg 


tatgeattet 


atattatgta 


cttcgaaata 


2400 


tgtaatttat 


taagttttcg 


ctatactttt 


cattcaaatt 


ggcaaaaacc 


aattcaaagg 


2460 


ttttcaatat 


tttcgaaaag 


cattttaggc 


tttctatgta 
Page 


acgtatgttt 
4 


ttcaaacaaa 


2520 
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atattagttt 


ttgaaacttt 


attatcggat 


aaacaaatgt 


aagccaaatt 


acaacgttta 


2580 


tgatactcca 


aagattcgca 


ctataaagtg 


gcctaaaaat 


agctgacgca 


ttagccatag 


2640 


gcgcttcgct 


tctcaagata 


aaacctgggc 


gtgctcaact 


caagaacaaa 


tatgtggtta 


2700 


tatacatata 


tacatatatg 


gggcatataa 


ccgatgtgtg 


acgtgacatt 


ggctcgttct 


2760 


attcacatac 


ttaaacacta 


aatgcaaacc 


tatcaaaaac 


caactacact 


aagcgaaaag 


2820 


cggcagagat 


agttaaggaa 


agtggtcaag 


agaggacgag 


agagagagag 


agagaaagtg 


2880 


aaagtgaaag 


ggagagatag 


taaaactgca 


tctgcatcca 


aagacacgag 


aattgaattc 


2940 


atcaataata 


acatacgtat 


aaacgatatg 


catacgatat 


agaattgaat 


ctgtaactga 


3000 


tgggcatata 


ccgcatatat 


atcttatata 


ccgcatatat 


cttatatatg 


tataccaaga 


3060 


aaaacaaagt 


catttggcaa 


taataaagca 


tagcaaacaa 


caataaaaaa 


aa 


3112 



<210> 3 
<211> 241 
<212> PRT 

<213> Drosophila melanogaster 
<400> 3 

Met Gin Gin Gin Arg Gin Gin Leu Leu Gin Arg Gin His Leu Gin Leu 
15 10 15 

Gin Gin Leu Glu Ala Asn Asn Arg Phe Gin Glu val Phe Ala Thr Ala 
20 25 30 

Thr lie lie Gin Ala His Pro His Pro His Pro His Pro Arg Glu Pro 
35 40 45 

Pro Lys Lys Pro Leu Leu Gly Pro Tyr Ser Pro Gin Pro Gly Asn lie 
50 55 60 

Ser His Ala Met Gly Gly Asp Gin Leu Asp Ala Glu Thr Glu Gin Gly 
65 70 75 80 

His Met Pro Leu lie Leu Asp Thr Ser Pro Pro Val Glu Val Thr Gly 
85 90 95 

Met Gly His Leu Lys Arg Lys Thr His Arg Gly His Tyr Lys His His 
100 105 110 

Arg Ala Arg Ala Gly Gly Gin Lys Lys Leu Ser lie Ala Asn Ser Met 
115 120 125 

Ala Ser Ser Thr Pro Ser Thr Thr Ala Gly Gly Asp Ala Ser Met Ala 
130 135 140 

Thr Ala Ala Thr Leu Pro His Gly Tyr Met Asp Ala Pro Leu Asn Pro 
145 150 155 160 

Page 5 



020802. sequence. ST25 

Ala Ala Gly Thr lie Val Gin Ala Pro Gin Leu Gin Leu Tyr Thr Ser 
165 170 175 

Met Pro lie Pro Leu lie Leu ser Pro Ser Asp Glu Lys Arg Pro ser 
180 185 190 

His His Ala His Gly His Val His Gly Glu Arg Arg Asn Gly Ala Gin 
195 200 205 

Ser Gly Gly Arg Arg Arg Thr Thr Thr Ala Ser val Ser Gly Tyr Glu 
210 215 220 

Ala Gin Thr Tyr Leu Asn Pro Phe Leu Thr Gly Glu Leu lie Phe Glu 
225 230 235 240 

Lys 

<210> 4 

<211> 241 

<212> PRT 

<213> Drosophila melanogaster 



<400> 4 

Met Gin Gin Gin Arg Gin Gin Leu Leu Gin Arg Gin His Leu Gin Leu 
15 10 15 

Gin Gin Leu Glu Ala Asn Asn Arg Phe Gin Glu val Phe Ala Thr Ala 
20 25 30 

Thr lie lie Gin Ala His Pro His Pro His Pro His Pro Arg Glu Pro 
35 40 45 

pro Lys Lys Pro Leu Leu Gly Pro Tyr Ser Pro Gin Pro Gly Asn He 
50 55 60 

ser His Ala Met Gly Gly Asp Gin Leu Asp Ala Glu Thr Glu Gin Gly 
65 70 75 80 

His Met Pro Leu lie Leu Asp Thr Ser Pro Pro val Glu val Thr Gly 
85 90 95 

Met Gly His Leu Lys Arg Lys Thr His Arg Gly His Tyr Lys His His 
100 105 110 

Arg Ala Arg Ala Gly Gly Gin Lys Lys Leu Ser lie Ala Asn Ser Met 
115 120 125 

Ala ser ser Thr Pro Ser Thr Thr Ala Gly Gly Asp Ala Ser Met Ala 
130 135 140 

Thr Ala Ala Thr Leu Pro His Gly Tyr Met Asp Ala Pro Leu Asn Pro 
145 150 155 160 

Ala Ala Gly Thr lie val Gin Ala Pro Gin Leu Gin Leu Tyr Thr Ser 
165 170 175 
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Met Pro lie Pro Leu lie Leu Ser Pro Ser Asp Glu Lys Arg Pro Ser 
180 185 190 

His His Ala His Gly His Val His Gly Glu Arg Arg Asn Gly Ala Gin 
195 200 205 

Ser Gly Gly Arg Arg Arg Thr Thr Thr Ala Ser Val Ser Gly Tyr Glu 
210 215 220 

Ala Gin Thr Tyr Leu Asn Pro Phe Leu Thr Gly Glu Leu lie Phe Glu 
225 230 235 240 

Lys 
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